burgdorferi lacks apparent homologs of PG recycling proteins found in E. coli. Homology searches were performed using BLASTP's default parameters and a query sequence retrieved from NCBI's RefSeq database for each of the E. coli K-12 MG1655 proteins shown. At each time point (dots), a fraction of two independent cultures was removed, the density determined in cells/mL using a counting chamber (black and grey lines) and supernatants collected, processed, and assayed for hNOD1 or hNOD2 activation by monitoring NF-κB activity. Replicate cultures were analyzed in tandem (Exp 1 and 2) and each sample was analyzed in triplicate. Data points are the mean ± standard deviation for each experiment. Note that the black line largely covers the grey line because of their overlap. Analysis was performed by high performance liquid chromatography (HPLC) and mass spectrometry.
Numbering and peak identity corresponds to the HPLC peak numbers in Fig. 1 . RT: Retention Time, CPM/Area: Radioisotope counts per minute divided by the peak area. * Unidentified peak that does not contain L-Orn. Ŧ Means and standard deviations were calculated from three independent experiments. Note: Peaks 4 and 10 could not be distinguished from peaks 7 and 11, respectively (by radioisotope trace).
